
GO:0006950
response to stress

0.00522
43 / 59

GO:0007154
cell communication

0.04607
45 / 66

GO:0007165
signal transduction

0.08689
43 / 64

GO:0008150
biological_process

1.00000
66 / 108

GO:0009719
response to endogeno...

0.30005
25 / 38

GO:0009725
response to hormone

0.14064
20 / 28

GO:0009987
cellular process

0.33458
65 / 105

GO:0010033
response to organic ...

0.32213
31 / 48

GO:0010243
response to organoni...

0.01368
19 / 23

GO:0023052
signaling
0.08689
43 / 64

GO:0032870
cellular response to...

0.11827
17 / 23

GO:0035556
intracellular signal...

0.00199
37 / 48

GO:0042221
response to chemical

0.22796
36 / 55

GO:0042592
homeostatic process

0.10704
21 / 29

GO:0043434
response to peptide ...

0.00610
16 / 18

GO:0044699
single−organism proc...

1.00000
61 / 103

GO:0044700
single organism sign...

0.08689
43 / 64

GO:0044763
single−organism cell...

0.68769
59 / 97

GO:0050789
regulation of biolog...

0.01872
63 / 97

GO:0050794
regulation of cellul...

0.01936
62 / 95

GO:0050896
response to stimulus

0.13532
53 / 82

GO:0051716
cellular response to...

0.12021
52 / 80

GO:0060249
anatomical structure...

0.00610
16 / 18

GO:0065007
biological regulatio...

0.03736
64 / 100

GO:0065008
regulation of biolog...

0.19491
32 / 48

GO:0070887
cellular response to...

0.35473
32 / 50

GO:0071310
cellular response to...

0.50100
28 / 45

GO:0071375
cellular response to...

0.00610
16 / 18

GO:0071417
cellular response to...

0.03064
17 / 21

GO:0071495
cellular response to...

0.28556
22 / 33

GO:1901652
response to peptide

0.04473
16 / 20

GO:1901653
cellular response to...

0.04473
16 / 20

GO:1901698
response to nitrogen...

0.02200
22 / 28

GO:1901699
cellular response to...

0.04545
20 / 26

GO:1901700
response to oxygen−c...

0.02170
24 / 31

GO:1901701
cellular response to...

0.04545
20 / 26

GO BP DAG analysis



GO:0003674
molecular_function

1.0000
65 / 107

GO:0003824
catalytic activity

0.7959
30 / 52

GO:0004842
ubiquitin−protein tr...

0.1312
4 / 4

GO:0005488
binding
0.7799

63 / 104

GO:0005515
protein binding

0.1204
59 / 93

GO:0008047
enzyme activator act...

0.0457
6 / 6

GO:0016740
transferase activity

0.4855
17 / 27

GO:0019787
ubiquitin−like prote...

0.1312
4 / 4

GO:0030234
enzyme regulator act...

0.5539
10 / 16

GO:0030695
GTPase regulator act...

0.0777
5 / 5

GO:0060589
nucleoside−triphosph...

0.0777
5 / 5

GO:0098772
molecular function r...

0.5539
10 / 16

GO MF DAG analysis



GO:0005575
cellular_component

1.0000
66 / 109

GO:0005622
intracellular

0.2467
62 / 100

GO:0005623
cell

0.0588
66 / 106

GO:0005694
chromosome

0.3266
16 / 24

GO:0005886
plasma membrane

0.1932
25 / 37

GO:0009898
cytoplasmic side of ...

0.0765
5 / 5

GO:0016020
membrane

0.6233
33 / 55

GO:0043226
organelle
0.2024
60 / 96

GO:0043228
non−membrane−bounded...

0.5203
24 / 39

GO:0043229
intracellular organe...

0.1834
59 / 94

GO:0043232
intracellular non−me...

0.5203
24 / 39

GO:0044422
organelle part

0.6218
47 / 78

GO:0044424
intracellular part

0.0813
62 / 98

GO:0044425
membrane part

0.6161
21 / 35

GO:0044427
chromosomal part

0.3266
16 / 24

GO:0044446
intracellular organe...

0.7400
45 / 76

GO:0044459
plasma membrane part

0.1512
14 / 19

GO:0044464
cell part
0.0588

66 / 106

GO:0071944
cell periphery

0.1187
27 / 39

GO:0098552
side of membrane

0.0765
5 / 5

GO:0098562
cytoplasmic side of ...

0.0765
5 / 5

GO:0098687
chromosomal region

0.0264
10 / 11

GO CC DAG analysis


